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ATP-dependent Nucleosome Remodelling: Factors and Functions
Anton Eberharter and Peter B. Becker
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Cell Science
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Transcription @ Actin and ARPs
Replication @ Ruv-like proteins
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@ Journal of Cell Science 2004 {117, pp. 3707-3711)



ISWI Plays a Relatively Global Role in Transcriptional Activation and
Repression In Vivo

ISWI

sarl

POL llo

MERGE

Corona et al., 2007// ISWI Regulates Higher-Order Chromatin Structure
and Histone H1 Assembly In Vivo PLoS Biology |
www.plosbiology.org



ISWI plays essential roles in global chromosome
organization in vivo

ISWI'*

high NSRS
ISWI function




ISWI plays a global role in chromatin compaction
in vivo by promoting the association of histone H1 with
chromatin.




A model for ISWI / Parp genetic interaction




Differential accumulation of poly(ADP-ribose) in polytene

chromosome puffs.
PARP-GFP
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Tulin, Spradling 2003, 24 JANUARY VOL 299 SCIENCE



ADP ribose

Nicotinamide adenine dinucleotide



http://en.wikipedia.org/wiki/Nicotinamide_adenine_dinucleotide
http://en.wikipedia.org/wiki/Adenosine_diphosphate_ribose

